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Mass Spectrometry Systems for Proteomics
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Current proteomics technologies based on miniaturized on-line liquid chromatography (LC) coupled with
mass spectrometry (MS) allow us to analyze protein expression profiling with a high throughput. Compared to
genome sequencing and microarray-based transcriptomics, however, proteomics is still under development to
achieve coverage of the entire proteome. In this commentary, the optimization of proteomic nanoLC/MS
systems is described. In addition, future development of the analytical systems to achieve the coverage of the
entire proteome is discussed.
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Fig. 2. ��������	
�������
���� ���������	�����������
�� �!"#$%&��
��#	�'() �*�� ����
���� 60+,$-.�/0 ���12��������3) 456 7890�:�;<=>+ 0.5 mg��?�@�A
BCD 1�36 EF 100 mmD GH 150 mmD �I�F 6 mmD JKL6 Reprosil C18 �3 mmF�D MN6 500 nL/minD
OPQA: 0.5RSTU=VD OPQ B: 0.5RSTD 80RWX�Y�? D ����������36 BZ[ 5\10R �5
+��D 10\25R �X+��D 25\100R �5+��D 100R �10+��D 5R �20+��D ;]+^_6 QSTAR pulsar i
�ABI-Sciex`�D MS scan 350\1,400 (1 s/scan), 4 MSMS scans 85\1,400 (1.5 s /scan))
� ��������a�b����������3,$-.X,cd)

Fig. 3. MN�e[,cf.�g
456 h�ijW kl���?�@�ABC 50 fmolD +^mn6 ������6 BZ[ 5\25R �15+��D 25\80R
�5+��D 5R �60+��D MN6 op,qr) s�t�mna Fig. 2	�u)
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o�« ¬�®¯��d������°Z± 20 fmol6 ��$%« +�,-��« Br* 5²60³ ´25�(µ6 5³ ´25
�(µ� G�H¶�·6 �N�¸¹Mº� ´S�N� 3$%���µ� 7»$%� Fig. 2 ����

Fig. 5. G�Hhi�I3t
+�,-��« Br* 5²40³ ´30�(µ6 40²80³ ´10�(µ6 5³ ´20�(µ� hi�I�¸¹Mº�� 7»$%
� Fig. 2 ����
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5. ����� LC/MS/MS
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